Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.034; wR factor = 0.086; data-to-parameter ratio = 6.9.
The title compound, C 10 H 11 NO 3 , crystallizes with four independent molecules in the asymmetric unit. Their geometries are very similar and corresponding bond distances are almost identical. The central six-membered ring of the indolizine moiety adopts a envelope conformation [the displacement of the flap atom (the C atom opposite the N atom) being 0.539 (2), 0.548 (3), 0.509 (3) and 0.544 (3) Å in the four molecules], while the conformation of the oxopyrrolidine ring is close to that of a flat envelope. The displacements of the non-fused C atom opposite the C O group of the pyrrolidine ring of the four molecules are 0.366 (3), 0.335 (3), 0.173 (3) and À0.310 (3) Å . In the crystal, O-HÁ Á ÁO hydrogen bonds link the molecules into chains, which run parallel to the c axis. The absolute configuration was assigned from the synthesis.
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Figure 1
Molecular structure of (I) with the atomic numbering scheme of the four independent molecules. Displacement ellipsoids are drawn at the 50% probability level (Brandenburg, 2001 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Occ. (<1) C1 0.37091 (18) −0.0319 (2) 0.96600 (15) 0.0505 (7) (18) N1-C1-C8 109.0 (2) C22-C23-H23 124.5 N1-C1-H1B 109.9 O7-C23-H23 124.5 C8-C1-H1B 109.9 O9-C24-C29 113.9 (2) N1-C1-H1A 109.9 O9-C24-C30 105.9 (2) C8-C1-H1A 109.9 C29-C24-C30 108.0 (2) H1B-C1-H1A 108.3 O9-C24-H24 109.6 C3-C2-C8 106.1 (3) C29-C24-H24 109.6 C3-C2-H2 126.9 C30-C24-H24 109.6 C8-C2-H2 126.9 C26-C25-C30 106.3 (2) C2-C3-O1 111.3 (3) C26-C25-H25B 110.5 C2-C3-H3 124.4 C30-C25-H25B 110.5 O1-C3-H3 124.4 C26-C25-H25A 110.5 O3-C4-C9 115.2 (2) C30-C25-H25A 110.5 O3-C4-C10 105.2 (2) H25B-C25-H25A 108.7 C9-C4-C10 106.8 (2) C27-C26-C25 105.8 (2) O3-C4-H4 109.8 C27-C26-H26B 110.6 C9-C4-H4 109.8 C25-C26-H26B 110.6 C10-C4-H4 109.8 C27-C26-H26A 110.6 C6-C5-C10 104.2 (2) C25-C26-H26A 110.6 C6-C5-H5B 110.9 H26B-C26-H26A 108.7 C10-C5-H5B 110.9 O8-C27-N3 123.7 (2) C6-C5-H5A 110.9 O8-C27-C26 127.6 (2) C10-C5-H5A 110.9 N3-C27-C26 108.7 (2) H5B-C5-H5A 108.9 C29-C28-C22 106.3 (2) C7-C6-C5 104.5 (2) C29-C28-C21 122.3 (2) C7-C6-H6B 110.8 C22-C28-C21 131.5 (2) C5-C6-H6B 110.8 C28-C29-O7 110.8 (2) C7-C6-H6A 110.8 C28-C29-C24 128.6 (2) C5-C6-H6A 110.8 O7-C29-C24 120.7 (2) H6B-C6-H6A 108.9 N3-C30-C24 112.5 (2) O2-C7-N1 123.4 (3) N3-C30-C25 103.28 (18) O2-C7-C6 127.4 (2) C24-C30-C25 115.3 (2) N1-C7-C6 109.2 (2) N3-C30-H30 108.5 C9-C8-C2 106.7 (2) C24-C30-H30 108.5 C9-C8-C1 122.1 (2) C25-C30-H30 108.5 C2-C8-C1 131.2 (2) N4-C31-C38 108.8 (2) C8-C9-O1 110.6 (2) N4-C31-H31A 109.9 C8-C9-C4 128.7 (2) C38-C31-H31A 109.9 O1-C9-C4 120.8 (2) N4-C31-H31B 109.9 N1-C10-C5 103.03 (18) C38-C31-H31B 109.9 N1-C10-C4 112.5 (2) H31A-C31-H31B 108.3 C5-C10-C4 115.3 (2) C33-C32-C38 106.1 (3) 
